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Netherlands Center for Genetic Biodiversity Assessment

Programma

« DNA (meta)barcoding en environmental DNA (eDNA)
» Voorbeelden monitoring en EIA zoetwater
* Voorbeelden marien en EU Interreg project GEANS

» Knelpunten/behoeftes mbt monitoring en EIA
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DNA metabarcoding

Netherlands Center for Genetic Biodiversity Assessment
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Vissen de Dommel

Netherlands Center for Genetic Biodiversity Assessment
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Vissen de Dommel
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Soortenrijkdom
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EIA kiezelwieren NVO

Netherlands Center for Genetic Biodiversity Assessment
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o Oligosaproob _. a-Mesosaproob py b-Mesosaproob ¢, Polysaproob

Saprobie

NVO Controle
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Mariene eDNA studies

Netherlands Center for Genetic Biodiversity Assessment
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Langsprietroeipootkreeftje Larve zeepok

https://scripps.ucsd.edu/zoopla foto: Peter H. van Bragt
nktonguide/species/acartia-
acanthacartia-tonsa
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»a®» Ray-finned fishes

A Common mackerel

B Common dab

(Scomber scombrus) (Limanda limanda)
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Genetic tools for
Ecosystem health Assessment
in the North Sea region
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Technische testen

Netherlands Center for Genetic Biodiversity Assessment

Samples available for the ringtest

Van Veens from four macrobenthos
communities in the Belgian part of the
North Sea (red squares on graph) collected
in 2017

In each community: 3 replicate Van veens
=> 12 samples in total

Four communities have different levels of
diversity

One replicate from each community has
been identified morphologically (4 samples
in total)

After identification, samples were blended
The remaining 8, not morphologically
identified samples were also blended

4

So we have macrobenthos
soup from 12 samples, four
of which were identified
morphologically

Sandy habitat

Coarse sand

High taxa richness
Free-living, mobile
species

Advection driven

" A, r - strategists

Medium sand

Medium richness
Free-living mobile
species

Advection driven.

///Mlcrob'mhol Habitat Suitability

After Degraer et al., 2009

Undefined
Limecola balthica
Abra alba
Nephtys cirrosa
Hesionura elongata
Ensis leei - Magelona

Fine muddy sand
habitat

High taxa richness
Sessile, tube-
building, burrowers
High BPc

r, K= ‘s;c“rijcggi;ts,-

Muddy habitat

- Low taxa richness

Low BPc —diffusive
mixing
r-strategists
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H ard S u bStraat Netherlands Center for Genetic Biodiversity Assessment

@ LTER monitoring (app. 1 yr deployment)
O NIS monitoring (3-6 months deployment)

ARMS sites in 2019
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Abundantie

Netherlands Center for Genetic Biodiversity Assessment
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Abundantie

Netherlands Center for Genetic Biodiversity Assessment
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Nematoden (Schenck et al. 2019)
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Afbraak en transport

Netherlands Center for Genetic Biodiversity Assessment

Borstelworm
35h

Zakpijp
87h

B) Sabella spalanzanii (combined)

DNA
y = 19475.22¢ 0031240x
R?=0.81

RNA
y = B67.329g 018267
R? =0.97

COl copies per 1mL
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D) Styela clava (combined)
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Wood et al. 2019

Curtis & Larson 2020



o
Ll Fey Ll

<

o

35

Knelpunten/behoeften

Netherlands Center for Genetic Biodiversity Assessment

De informatiecyclus

Informatiebehoefte
Beschikbaar stellen Informatiestrategie
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Analyse Inwinning
Data-opslag

Datakwaliteit

Doorlooptijd
Compleetheid
Detaillering
Betrouwbaarheid
Reproduceerbaarheid
Meer meten (ruimte)
Vaker meten (tijd)
Kostenbesparing
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